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B0638 595 Cz642 RETT syndrome, MECP2 Gene Anlaysis 385,000 348,000
A0010 =206 CZ206 Proinsulin 27,000 28,000

A3270 321 CZ032 Mucopolysaccharidosis =&l 250,000 232,000
AB019 =597 CZ903 UGT 1A1 sequencing 376,000 395,000
A6085 595 Cz612 ATP7B Major Mutation 250,000 263,000
AB087 =595 CZ613 FBN1 Gene Sequencing 899,000 944,000
A6107 595 Cz618 CMT1B 365,000 383,000
AB123 =595 CZ620 PARK2 mutation 581,000 610,000
A6129 =595 Cz614 SLC26A4 Mutation 415,000 436,000
A6131 =595 Cz619 CADASIL, NOTCH3 Mutation 369,000 387,000
A6136 =596 CZ809 Ber—abl ™ 2 real time PCR(PB, BM) 128,000 134,000
A6143 =597 CZ900 CYP2C19 Genotyping 280,000 294,000
A6152 =595 CZ644 MODY3 Mutation 348,000 365,000
A6153 =595 Cz621 PTPN11 Mutation 291,000 306,000
A6164 =595 CZ634 FLT3/ITD Mutation Analysis 127,000 133,000
A6165 =595 CZ635 FLT3/TKD Mutation analysis 127,000 133,000
AB166 596 CZ810 Tyrosine Hydroxylase Quantitative RT-PCR 152,000 160,000
AB566 =595 CZ598 NF2 Gene Mutation Analysis 606,000 636,000
AB567 =595 CZ615 Spastin(SPG4) Gene Mutation Analysis 383,000 402,000
A6568 =595 CZ656 CACNA 1S Sequencing 150,000 158,000
AB571 598 CZ965 EBV Quantification PCR 84,000 88,000

A6606 =595 CZ609 LHON Primary Mutation 182,000 191,000
A7101 595 CZ616 HNPP, PMP22 Gene Analysis 301,000 316,000
A7606 =596 Cz802 APC mutation 633,000 665,000
A6106 595 CzZ616 CMT1A 247,000 259,000
B6011 =598 CZ967 FISH,FIP1L1/PDGFRA(4g12)Rearrangement |275,000 289,000

422, Cz422
A6124 423, Cz423 Paraneoplastic Ab(Hu,Ri,Yo) 89,000 93,000
424 Cz424

A6144 =598 CZ966 BK virus real time PCR 93,500 98,000

AB167 597 CZ900 CYP2C19 Genotyping, Major polymorphism |105,700 111,000
C5953 =598 CZ963 CMV ™2k, PCR 98,200 103,000
AB017 598 CZz967 Ch5-FISH[EGR9(5031) ] 175,000 240,000
A6018 =598 CZ967 Ch7-FISH[D7S522(7q32)] 175,000 210,000
A6156 598 CZ967 X/Y Chromosome FISH 175,000 230,000
A6159 =598 CZ967 MLL(11g23) rearrangement, FISH 175,000 220,000
A6520 598 CZ967 FISH,Williams syndrome 175,000 200,000
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A6540 =598 CZ967 FISH,Prader-Willi/angelman Syndrome 175,000 210,000
B6025 598 CZ967 FISH(CATCH22) 175,000 210,000
B6098 598 Cz967 FISH(bcr—abl) 175,000 240,000
B6099 598 CZ967 FISH(PML-RARA) 175,000 240,000
A6154 =598 Cz967 CEP9, FISH 150,000 200,000
A6111 - - Campylobacter Hif 2F 20,600 21,320
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